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N BWGENN NC NG C TCGC TTCGCTACTT G GAGCCAC TAT CGACTACGCGAT CAT GGC GACCAC CTGAA TATGATT GAAATAAA
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510 520 530 540 550 560 570 580 590 600 610 620
GTTGTAAAAAATACAAT GAAT GAATTGGACTATTCTTTTCATGCTAAAGTATTAAATGCTTTAGATTATGGGATTCCACAGAAAAGGGAACGTATCTATATGATTTGTTTTCGCAATGAT
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630 640 650 660 670 680 690 700 710 720 730 740 750
CTCAATAT TCAAAATTTCCAATTTCCAAAACCTTTTGAGCTTAATACTTTT GTGAAAGATTTGTTATTACCTGATAGCGAGGTGGAACACTTAGTTATT GATAGAAAAGATTT GGTAAT GACAA

760 770 780 790 800 810 820 830 840 850 860 870
ACCAAGAAATT GAGCAAACAACCCCCAAAACAGTITCGACTTGGTATTGTAGGAAAAGGT GGGCAAGGAGAACGAATTTATAGCACAA GAGGCATTGCAATTACCTTATCTGCTTATGGTGGC GGC
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880 890 900 910 920 930 940 950 960 970 980 990 1000
ATTTTCGCTAAGACAGGGGG AT ATTT AGT AAACGGGAA GACACGGAAATT ACACCC TAGAGAGT GTGCTAGAGT AATGGGCTACCCAGATAGTTAT AAA GT CCACCC GTC A CCAGCC A GCATAT A

1010 1020 1030 1040 1050 1060 1070 1080 1090 1100 1110
AACAANIT GEGT AACTCAGTTG T ATCAATGTACTTCAATATA T GCT ATAACA T G T CATCATT AAMM TTT € AACCNNATT ACCICGAG T A T GACTCACT A A GGGAGAACCANING
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CG TT CCTTTMN TCGCATTGGAN GTC AA T ATGW C AG NCTTAT AACN A TTCT AT A G NIN NN N GNNNT NC NN BN N NN GN N Na T N




